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Specialist in Mass spectrometry and MS Imaging with a background in cell biology. Expert on MS-based
proteomics and spatially resolved proteomics for cancer study

EDUCATION
2006 PhD, Speciality “Biologie-santé”, Université Lille 1
2003 M2 proteomics, Université Lille 1

1998-2002 Licence of Cell biology and physiology, Université Lille 1
RESEARCH EXPERIENCE

Since 2016  Assistant Director of Clic-lmaging core facility, University of Lille

Since 2007  Associate Professor, University of Lille, Laboratoire PRISM, Inserm U1192

2006 - 2007 Assistant Professor, University Lille 1, CNRS-UMR 8017, Pr. M. Salzet

2003 - 2006 PhD candidate, Université Lille 1, Laboratoire de Neuroimmunologie des Annélides, CNRS-
UMR 8017, Supervised by Pr. I. Fournier, Obtained 12/10/2006
- MS-Imaging développent for invertebrate study

2003 - 2006 Master, Université Lille 1 Laboratoire de Neuroimmunologie des Annélides, CNRS-UMR
8017, Pr. Isabelle Fournier,
- Direct tissue and single cell analysis by MS.

Associate Professor, Full position around 200hrs/year
Teaching activities in Cell biology, Animal biology, e-skills, Mass spectrometry and Proteomics

TEACHING RESPONSABILITIES

Responsible of Teaching Units in Professional Master of Proteomics (M1 and M2) and in the new Master
of Omics and Systems Biology

Responsible of the speciality “Clinics and Biology” for DU of Mass spectrometry

Member of workgroup for establishment of the Master of Omics and System Biology
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Member of the workgroup for implementation of the teaching unit of CCN (e-skills)

SCIENTIFIC OUTPUT

e h-index : 30, i10-index: 49, total citations : 2792 (Source : Google Scholar)
e 52 articles and 8 book chapters (8 first or co-first author (*) and 8 corresponding or last author (*))

e 2 patents

e 20 oral communications including 6 on invitation in national and international conferences
e ORCID: orcid.org/0000-0003-1320-075X
e https://scholar.google.com/citations?hl=en&user=HPib2VYAAAA]

RESEARCH CONTRACTS

Pl

2019-2020 CFQCU-Programme Samuel de Champlain, 11k€

2019 Co-PI, grant from GIS IBISA for CLIC-Imaging, 50k€

2017 Co-PI, grant from GIS IBISA for CLIC-Imaging, 50k€

2015 Bonus Quality Research for convergent research, University of Lille 1 ,20k€
2012-2013 Operational grant La Ligue contre le cancer, Microproteomics of tubo ovarian cancer, 20k€
ASSOCIATE

2015-2019 PHRC SENTIRAD (PHRC-1502)

2015-2019 ANR ASIO (ANR-14-CE16-0024), scientific coordinator of task 4, 175k€
2015-2019 Participant ANR REALITY MS (ANR-14-CE17-0021)

2014-2018 Participant COST action for MS Imaging

2012-2015 ANR inSIDE (ANR-12-JSV7-0009), 2012-2015, scientific coordinator task 4, 80k€
2011-2015 PHRC FIMBRIECTOMIE (PHRC-1106), 2011-2015

2010-2013 ANR MASDA-EYE, scientific coordinator task 2, 116k€

INDUSTRIAL CONTRACTS

Several industrial contract through the platform CLIC-Imaging

STUDENTS SUPERVISION

e 2 PhD candidates co-supervised (1 defended and 1 ongoing), participation in the supervision of 1

thesis

e 1 Post-doc supervision
e 11 M2 supervised since 2007 and 4 M1

SCIENTIFIC AKNOWLEDGMENT & EXPERTISES



EXPERTISE (NATIONAL AND INTERNATIONAL AGENCIES)

2019 Expert for the French National Research Agency (ANR), France.

2018 Committee member for the recruitement of an associate professor, section 31, Université Paris-
Sud (Poste 31MCF0875), France

2017 Expert for “Association nationale de la Recherche et de la Technologie” (ANRT, CIFRE), France

2015 Expert for “Fonds de la Recherche Scientifique (F.R.S.-FNRS), Belgium

2014 Expert for “Fonds pour la Formation a la recherche dans I'industrie et dans I"agriculture” (FRIA),
Belgium

2011 Expert for “Association nationale de la Recherche et de la Technologie” (ANRT, CIFRE), France

THESIS COMMITTEES

2020 Emmanuel COLSON, supervised by Dr. P. Gerbaux, Laboratoire S*Mos, Université de Mons,
Belgique, 18 Septembre 2020

EDITORIAL AND REVIEWS
Associate editor for Journal of Integrated OMICS

Reviewer for international journals: Rapid Communications in Mass Spectrometry, Electrophoresis,
Analytical Chemistry, Expert Review of Proteomics, Journal of Proteomics, International Journal of
Molecular Sciences, Bioanalysis

Publons ID : publons.com/a/343819/

2 Conferences Chair in national (JFSM 2010) and international conference (Ourcon 2019)

RESPONSABILITIES

Since 2019 Nominated member CNU (National Committee of Universities) section 68

Since 2018 Nominated member of Biology Department council, University of Lille

Since 2017 Co-supervisor of chemical management, PRISM, INSERM U1192

2016 - 2019 Elected board member of the French society of Mass Spectrometry (SFSM), webmaster

Since 2016 Member of steering committee of « Plateformes en Biologie-Santé Protéomique et
Spectrométrie de Masse de I’Université de Lille »

Since 2015 Nominated member of lab council PRISM, Inserm U1192

2010-2018 Board Member of animal facility PHEXMAR, Université Lille 1

Since 2010 Member of selection committee of University of Lille, section 68

Since 2009 Local correspondent for IT and Network, University of Lille

PRICES & DISTINCTIONS
2017 Excellence Scientific Prime (PEDR —first 20%, CNU Section 68)

2013 Quebec Science price, discovery of the year with Pr. X. Roucou, Québec Science (publication
Vanderperre, B. et al., PLoS ONE 2013)
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[P52] Gonnet J, Poncelet L, Meriaux C, Gongalves E, Weiss L, Tchitchek N, Pedruzzi E, Soria A, Boccara
D, Vogt A, Bonduelle O, Hamm G, Ait-Belkacem R, Stauber J, Fournier |, Wisztorski M*, Combadiere B. **
Mechanisms of innate events during skin reaction following intradermal injection of seasonal influenza
vaccine. J Proteomics. (2020) ;216:103670. doi: 10.1016/].jprot.2020.103670.
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Cardon T, Fournier I, Quattrini A, Salzet M, Furlan R, Maffia M. Distinct Protein Expression Networks are
Activated in Microglia Cells after Stimulation with IFN-y and IL-4. Cells. (2019);8(6):580. doi:
10.3390/cells8060580.
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Croq F, Sautiere PE, Vizioli J, Salzet M, Lefebvre C. ALK4/5-dependent TGF-B signaling contributes to the
crosstalk between neurons and microglia following axonal lesion. Sci Rep. (2019) ;9(1):6896.
doi:10.1038/s41598-019-43328-x.
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[P49] Duhamel M, Rose M, Rodet F, Murgoci AN, Zografidou L, Régnier-Vigouroux A, Abeele FV, Kobeissy
F, Nataf S, Pays L, Wisztorski M, Cizkova D, Fournier |, Salzet M. Paclitaxel Treatment and Proprotein
Convertase 1/3 (PC1/3) Knockdown in Macrophages is a Promising Antiglioma Strategy as Revealed by
Proteomics and Cytotoxicity Studies. Mol Cell Proteomics. (2018); 17(6):1126-1143.
d0i:10.1074/mcp.RA117.000443.

[P48] DelcourtV, Franck J, Quanico J, Gimeno JP, Wisztorski M, Raffo-Romero A, Kobeissy F, Roucou X,
Salzet M, Fournier I. Spatially-Resolved Top-down Proteomics Bridged to MALDI MS Imaging Reveals the
Molecular Physiome of Brain Regions. Mol Cell Proteomics. (2018);17(2):357-372. doi:
10.1074/mcp.M116.065755.
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[P47] Delcourt V, Franck J, Leblanc E, Narducci F, Robin YM, Gimeno JP, Quanico J, Wisztorski M,
Kobeissy F, Jacques JF, Roucou X, Salzet M, Fournier |. Combined Mass Spectrometry Imaging and Top-
down Microproteomics Reveals Evidence of a Hidden Proteome in Ovarian Cancer. EBioMedicine.
(2017);21:55-64. doi: 10.1016/j.ebiom.2017.06.001.

[P46] QuanicoJ, FranckJ, Wisztorski M, Salzet M, Fournier I. Integrated mass spectrometry imaging and
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Biophys Acta Gen Subj. (2017) ;1861(7):1702-1714. doi: 10.1016/j.bbagen.2017.03.006.
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CA, Salzet M, Fournier I. Evaluation of non-supervised MALDI mass spectrometry imaging combined with
microproteomics for glioma grade Il classification. Biochim Biophys Acta Proteins Proteom. (2017)
Jul;1865(7):875-890. doi: 10.1016/j.bbapap.2016.11.012.
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of liquid microjunction microextraction for on-tissue proteomic analysis. Biochim Biophys Acta Proteins
Proteom. (2017);1865(7):891-900. doi: 10.1016/j.bbapap.2016.11.002.
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[P43] Devaux S, Cizkova D, Quanico J, Franck J, Nataf S, Pays L, Hauberg-Lotte L, Maass P, Kobarg JH,
Kobeissy F, Mériaux C, Wisztorski M, Slovinska L, Blasko J, Cigankova V, Fournier |, Salzet M. Proteomic



Analysis of the Spatio-temporal Based Molecular Kinetics of Acute Spinal Cord Injury Identifies a Time- and
Segment-specific Window for Effective Tissue Repair. Mol Cell Proteomics. (2016) ;15(8):2641-70. doi:
10.1074/mcp.M115.057794.

[P42] Fatou B, Saudemont P, Leblanc E, Vinatier D, Mesdag V, Wisztorski M, Focsa C, Salzet M, Ziskind
M, Fournier I. In vivo Real-Time Mass Spectrometry for Guided Surgery Application. Sci Rep. (2016);
6:25919. doi: 10.1038/srep25919.
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1/3 inhibited macrophages: A novel therapeutic based on drone macrophages. EuPA Open Proteom.
(2016); 11:20-22. doi: 10.1016/j.euprot.2016.03.003.
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M. The proprotein convertase PC1/3 regulates TLR9 trafficking and the associated signaling pathways. Sci
Rep. (2016);6:19360. doi: 10.1038/srep19360.
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10.1038/srep18135.

[P37] Demeyer M, Wisztorski M™, Decroo C, De Winter J, Caulier G, Hennebert E, Eeckhaut |, Fournier
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imaging. Anal Bioanal Chem. (2015); 407(29):8813-24. doi: 10.1007/s00216-015-9044-0.
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Inhibition in Macrophages for Application to Cancer Immunotherapy: A Proteomic Study. Mol Cell
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doi:10.1016/j.z00l1.2014.06.006.
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